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Variant P Region (Mb)

Gene(s) of Interest

rs7413797 8.01 76.61-76.98

ST6GALNAC3

rs2247584 10.87 158.74-159.76

PYHIN1 IFI16 CADM3 FCER1A MNDA AIM2
LOC100131825 DARC CRP DUSP23 OR10J1
APCS OR10J3 OR6N2 OR10J5

rs168424178.57 197.79-199.17

NEK7 LOC100131234 PTPRC ATP6V1G3 LHX9 Clorf53 MIR

rs4092337 9.32 33.34-34.25

LTBP1 RASGRP3 FAM98A MYADML

rs104966219.44 123.45-125.16

CNTNAPS

rs1683227415.31 135.28-138.16

THSD7B ZRANB3 TMEM163 R3HDM1 RAB3GAP1
DARS ACMSD MAP3K19 LOC100129961
LCT UBXN4 CCNT2 MCM6 CXCR4 LOC100507600 MIR128-

rs2292387 8.16 160.14-161.21

BAZ2B RBMS1 LY75-CD302 PLA2R1 LY75 ITGB6 MARCH7 \

rs6742212 10.72 188.88-191.04

GULP1 COL5A2 PMS1 ANKAR C20rf88
DIRC1 COL3A1 WDR75 SLC40A1 OSGEPL1
ORMDL1 ASNSD1 MSTN MIR561 MIR3129
MIR1245A MIR1245B MIR3606

rs9784022 9.04 201.25-203.06

SPATS2L ALS2CR11 AOX2P FAM126B CDK15

AOX1 ALS2 TRAK2 ALS2CR12 SGOL2

CFLAR CASP8 MPP4 ORC2 CASP10 STRADB

TMEM237 LOC100507140 KCTD18 PPIL3 CFLAR-AS1 NIF3|

rs2898681 8.3 48.21-54.03

SCFD2 FRYL TEC SLAIN2 CWH43 DCUN1D4
USP46 SPATA18 OCIAD1 LOC152578

LRRC66 OCIAD2 SGCB ERVMER34-1 SLC10A4
RASL11B ZAR1 DANCR SNORA26 MIR4449

rs9477268 12.73 16.81-17.24

STMND1

rs7763712 10.77 22.15-23.6

LINC00340 PRL HDGFL1

HCG18 ABCF1 MDC1 DPCR1 DDX39B NFKBIL1
TRIM15 HLA-L RNF39 PBX2 HLA-J

rs755714 1094 29.81-32.34  ;\pp1 PRRTI HLA-H HLA-C LY6G6C AIF1
FKBPL LY6G5B HCG26 SNORA38 MIRA640 MIR877 SNORD
ANKS1A FKBP5 RPS10-NUDT3 GRM4 C60rf106
NUDT3 PPARD UHRF1BP1 ITPR3
rs404557  11.81 32.68-35.75  p)\CqiN1 SCUBE3 ZNF76 SYNGAPL COLL1A2
IP6K3 DEF6 TEAD3 TCP11 SPDEF LEMD2 SNRPC HLA-DP
1s6929351 8.85 137.67-138.3  LOC100130476 TNFAIP3 OLIG3
1s3757037 10.48 161.35-161.96 PARK2 AGPAT4 MAP3K4 AGPAT4—IT1
rs2709070 8.65 9.2-9.66 No nearby genes
152709887 8.25 82.72-83.15  PCLO SEMA3E

rs1098332611.49 119.1-119.53

ASTN2 PAPPA LOC100128505 TRIM32

rs8020333 10.7 89.85-90.09

FOXN3 FOXN3-AS1 FOXN3-AS2

rs4028684 12.21 31.62-49.01

ITFG1 PHKB MIR548AE2 LONP2 ANKRD26P1

RNU6-76 NABP1 ABCC11 ABCC12 NETO2

ZNF720 GPT2 MYLK3 ZNF267 SHCBP1

VPS35 C160rf87 LOC283914 SIAH1 DNAJA2 FLJ26245 ORC

rs7187108 9.31 55.02-55.62 LPCAT2 MMP2 IRX6 CAPNS2
rs607396 12.88 7.39-7.85 PTPRM
TRAPPC8 BAGALT6 DSC3 DSG2 DSG1 DSG4
rs9952617 12.12 28.12-29.57
DSC2 DSC1 DSG3 LOC100652770 TTR SLC25A52
DTNA MAPRE2 MOCOS RPRD1A GALNT1 ELP2
rs8097906 10.5 32.23-33.87 ZSCAN30 INO80OC SLC39A6 ZNF271
ZNF397 ZNF24 ZNF396 C18orf21 MIR187 MIR3975
SERPINB7 SERPINB5 SERPINB11 SERPINB13
rs2037511 17.87 61.12-61.5
SERPINB12 SERPINB4 SERPINB3
rs6000152 11.6 35.9-36.76 RBFOX2 MYH9 APOL3 APOL6 MB APOL4 APOL1 APOL2 R/




