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83.08−83.25 rs3845616
110.31−110.68 rs333958 AHCYL1;STRIP1;CSF1;ALX3;UBL4B
159.03−159.67 rs2247584 FCER1A;AIM2;DARC;OR10J1;APCS
160.13−160.47 rs11582932 SLAMF6;ATP1A4;VANGL2;NCSTN;CASQ1
185.42−187.03 rs10911836 PLA2G4A;TPR;C1orf27;PRG4;PDC
197.91−198.83 rs16842417 NEK7;PTPRC;ATP6V1G3
210.78−210.91 rs12410510 KCNH1;HHAT
222.96−223.18 rs17162912 DISP1
33.7−33.96 rs13031142 RASGRP3;FAM98A
124.28−124.55 rs12990473
123.77−124.74 rs6717076
135.28−138.14 rs16832274 RAB3GAP1;DARS;ACMSD;MAP3K19;LCT
171.14−171.24 rs11884023 MYO3B
189.88−190.95 rs6742212 ANKAR;WDR75;SLC40A1;OSGEPL1;ORMDL1
193.21−195.2 rs4850494
206.78−207.39 rs7423990 INO80D;GPR1;ZDBF2;NDUFS1;EEF1B2
56.01−56.28 rs7628255 ERC2
108.63−108.94 rs6437807 MORC1;GUCA1C
111.59−111.76 rs6788215 PHLDB2;TAGLN3;ABHD10
111.68−111.73 rs7429121 PHLDB2;TAGLN3;ABHD10
132.95−133.16 rs9876399 TMEM108;BFSP2
162.39−164.36 rs12491408
10.28−10.42 rs12510549
16.59−16.64 rs3935821 LDB2
16.59−16.64 kgp6561116 LDB2
16.59−16.64 rs7669580 LDB2
32.11−32.26 rs10017595
32.59−32.95 rs1900085
104.91−105.31 rs17306764
143.34−144.97 rs12650777 GAB1;FREM3;SMARCA5;USP38;GYPE
165.54−165.63 rs6824404
165.62−165.63 rs10000041
43.01−44.94 rs7730111 ZNF131;C5orf28;PAIP1;CCL28;C5orf34
89.73−89.97 rs7713056 GPR98;POLR3G;MBLAC2;LYSMD3
144.22−144.49 rs13158888
156.48−156.64 rs365171 ITK;HAVCR1;HAVCR2;MED7;FAM71B
22.15−22.66 rs9466363 PRL;HDGFL1
22.74−23.6 rs7763712
27.14−28.21 rs13194053 HIST1H1B;HIST1H2AM;HIST1H3J;HIST1H3I;HIST1H3H
27.26−28.21 rs7746199 HIST1H2AM;HIST1H3J;HIST1H3I;HIST1H3H;HIST1H2AL
26.34−28.21 rs11963092 ABT1;OR2B2;OR2B6;HIST1H1B;HIST1H2AG
28.83−29.61 rs9257319 OR12D3;MAS1L;OR5V1;OR12D2
30.74−32.17 rs755714 PBX2;PRRT1;HLA−C;LY6G6C;AIF1
32.63−32.69 rs9273349
32.68−33.54 rs404557 COL11A2;RGL2;PHF1;RING1;ZBTB9
33.56−33.84 rs4304152 ITPR3;IP6K3;LEMD2;MNF1;MLN
36.57−36.91 rs16889125 C6orf89;RAB44;PPIL1;CDKN1A;SRSF3
47.31−47.76 rs6900620 CD2AP;OPN5;GPR111;GPR115
137.8−138.3 rs651645 TNFAIP3;OLIG3
137.71−138.25 rs6929351 TNFAIP3;OLIG3
139.56−139.65 rs9385856 TXLNB
161.53−161.78 rs3757037 PARK2;AGPAT4;MAP3K4
168.95−169.33 rs4585533 SMOC2
9.61−9.66 rs2709070
9.69−9.83 rs11974998
26.1−26.37 rs17153154 SNX10;NFE2L3;CBX3;HNRNPA2B1
31.09−31.21 rs2267740 ADCYAP1R1
47.69−48.34 rs7797887 PKD1L1;SUN3;C7orf57;C7orf69;UPP1
90.88−91.18 rs12540728 FZD1
146.92−147.13 rs1496547 CNTNAP2
10.07−10.2 rs10903321 MSRA
32.29−32.4 rs11782671 NRG1
51.91−52.07 rs7818008
66.03−66.17 rs4737698
98.37−98.92 rs16895640 MATN2;MTDH;LAPTM4B
16.27−16.39 rs7857514
16.36−16.66 rs4961485 BNC2
18.75−18.78 rs10118309 ADAMTSL1
28.42−28.51 rs7041128 LINGO2
75.14−76.2 rs12001114 TMC1;ALDH1A1;ANXA1
86.94−86.97 rs12346493 SLC28A3
19.62−19.71 rs16918494
26.16−26.53 rs16926664 MYO3A;GAD2
77.23−77.66 rs10824308 C10orf11
90.57−90.67 rs1837836 STAMBPL1;ANKRD22;LIPM
92.3−92.44 rs17097104
34.32−34.57 rs12804689 ABTB2;ELF5;CAT
57.2−58.47 rs11229499 YPEL4;CLP1;CNTF;TIMM10;C11orf31
99.04−99.22 rs17133195 CNTN5
5.06−5.15 rs16933925
25.84−26.25 rs4963631 RASSF8
97.16−97.3 rs12820022
102.32−102.34 rs4764852 DRAM1
115.79−115.79 kgp732488
122.77−123.15 rs10734924 CLIP1;KNTC1;ZCCHC8;RSRC2
125.17−125.26 rs4765602
63.54−63.9 rs2063587
63.41−63.9 rs3119944
80.58−80.59 rs10507901
84.32−84.56 rs1576741 SLITRK1
99.08−99.2 rs4411372 FARP1;STK24
20.72−20.84 rs10148442 TEP1;CCNB1IP1;TTC5;PARP2
25.72−26 rs1951147
89.92−90.09 rs8021593 FOXN3
23.83−23.88 rs6576495
30.93−31.38 rs12924903 PRSS36;TRIM72;ZNF646;STX4;ORAI3
48.74−49.01 rs4028684
55.1−55.33 rs7187108
77.69−77.74 rs10514426
9.18−9.19 rs17808595
9.88−10.02 rs2058173 GAS7
14.5−14.58 rs2323453
7.39−7.83 rs607396 PTPRM
24.76−25.31 rs17642841 CHST9
28.12−28.15 rs1443000
28.56−29.1 rs9952617 DSG2;DSG1;DSG4;DSC2;DSC1
32.45−33.79 rs8097906 GALNT1;ELP2;ZSCAN30;INO80C;SLC39A6
61.12−61.47 rs2037511 SERPINB5;SERPINB11;SERPINB13;SERPINB12;SERPINB4
66.28−66.4 rs12327516 CCDC102B;TMX3
16.03−16.06 rs6135653 MACROD2
46.96−47.09 rs16993703
58.79−58.97 rs7265604
43.92−44.03 rs2051329 SLC37A1
36.54−36.65 rs6000152 APOL3;APOL4;APOL1;APOL2
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Western Africa Niger−Congo
Central West Africa Niger−Congo
East Africa Niger−Congo

East Africa Nilo−Saharan
East Africa Afroasiatic
South Africa Niger−Congo

South Africa KhoeSan
Eurasia
No Deviation

+ − +− + −

Significant deviation >−log108 ; no box = deviation >−log104


