
− log10(P)
0 5 10 15 20

1

2

3

4

5

6

7

8

9

10

11

12

13

14

15

16

17

18
19

20
21
22

rs1188402312.09170.66−171.43 MYO3B UBR3 SSB METTL5

rs774619913.3526.34−28.22

GUSBP2 LINC00240 ZNF322 ZNF184 BTN2A1

ZNF204P LOC100507173 ZKSCAN8

BTN3A2 BTN3A1 BTN3A3 ZNF391 BTN2A2

LOC285819 BTN2A3P BTN1A1 PRSS16 ZNF165 HMGN4 HIST1H2BK ZSCAN9 ZKSCAN4 HCG11 ZSCAN16 ZSCAN12P1 TOB2P1 POM121L2 ABT1 LOC100131289 OR2B2 VN1R10P OR2B6 LOC100270746 HIST1H1B HIST1H2AG HIST1H2AM HIST1H2BJ HIST1H2AH HIST1H3J HIST1H3I HIST1H3H HIST1H2AL HIST1H2AI HIST1H2BO HIST1H2AK HIST1H2BL HIST1H2BN HIST1H2BM HIST1H2AJ HIST1H4I HIST1H4L HIST1H4J HIST1H4K MIR3143

rs175769849.15 32.18−32.99 HLA−DRB5 HLA−DRB6 HLA−DQA1

rs47376988.29 64.61−66.17

CYP7B1 LINC00251 LOC286184 LOC100130155

BHLHE22 LOC401463 MIR124−2

rs120011148.28 74.96−76.21 TMC1 ALDH1A1 ANXA1 ZFAND5

rs1081673310.69111.52−111.63 ACTL7A ACTL7B

rs794283311.437.87−8 LOC283299 NLRP10 OR10A3 OR10A6

rs128046899.3 34.31−34.58 ABTB2 ELF5 CAT

rs169339259.57 4.96−5.15 KCNA6 KCNA1

rs49636319.26 25.77−26.25 IFLTD1 RASSF8 LOC100506451 MIR4302

rs22396698.68 23.11−23.91

HERC2P2 LOC283683 WHAMMP3 GOLGA8S

GOLGA8EP LOC440243 GOLGA8I MAGEL2

HERC2P7 MKRN3 MIR4508

rs808970410.8250.62−51 DCC

rs20513298.85 43.81−44.03 SLC37A1 UBASH3A TMPRSS3 RSPH1

Variant P Gene(s) of InterestGenomic
Region (Mb)

−4 0 2 4

∆ Ancestry− +


