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rs3845616 8.77 83.08−83.25 No nearby genes

rs120932379.53 90.63−91.01 No nearby genes

rs171629129.25 222.95−223.36 DISP1 TLR5

rs1341001910.73 12.29−12.42 No nearby genes

rs1299047310.1 124.27−124.78 No nearby genes

rs170095978.05 21.79−21.87 ZNF385D

rs9819904 8.6 56.01−56.41 ERC2

rs1900085 9.69 32.59−32.95 No nearby genes

rs173067648.08 104.91−105.4 CXXC4

rs6824404 9.09 165.54−165.63 MIR5684

rs131588888.38 144.22−144.49 No nearby genes

rs131945499.95 47.31−48.23 PTCHD4 CD2AP OPN5 GPR111 GPR115

rs4446534 10.69 92.63−92.91 No nearby genes

rs9385856 9.16 139.56−139.65 TXLNB

rs7041128 8.66 28.4−28.52 LINGO2

rs107806648.45 86.87−87.09 SLC28A3

rs169184948.74 19.57−19.72 No nearby genes

rs1101492915.72 26.15−26.62 MYO3A GAD2

rs3119944 8.65 63.4−64.16 No nearby genes

rs108516108.13 56.33−57.62
TCF12 RFX7 ZNF280D TEX9 MNS1 LOC145783

LOC283663

rs178085958.96 9.12−9.19 STX8 NTN1

rs2323453 8.3 14.5−14.58 No nearby genes

rs1443000 9.1 28.07−28.16 No nearby genes

rs6088664 8.4 32.75−33.83

ITCH PIGU NCOA6 TRPC4AP ACSS2 MMP24
MYH7B EDEM2 AHCY GGT7 GSS DYNLRB1
MAP1LC3A TP53INP2 ASIP PROCR HMGB3P1
MIR499A MIR644A MIR499B

rs169937038.83 46.9−47.2 LINC00494

Variant P Gene(s) of InterestGenomic
Region (Mb)

−4 0 2 4

∆ Ancestry− +


