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A) ST estimates from mitochondrial cytochrome c oxidase I haplotype data
	
	
	Univoltine
	Mixed (sympatric)
	Bivoltine

	Abbr.
	Ecotype
	DH
	YJ
	HC
	GZ
	YT
	BC
	TN
	ZL

	DH
	Univoltine
	-
	   20.0
	   0.9
	   0.5
	   1.1
	    0.6
	    0.5
	    0.5

	YJ
	Univoltine
	0.024
	-
	   0.9
	   0.6
	   1.3
	    0.7
	    0.6
	    0.5

	HC
	Univoltine
	0.367*
	0.342*
	-
	   0.7
	   0.9
	    0.7
	    0.5
	    0.7

	GZ
	Mixed
	0.480*
	0.444*
	0.433*
	-
	 78.1
	    8.5
	    5.6
	    6.7

	YT
	Mixed
	0.313*
	0.272*
	0.348*
	0.006
	-
	  12.8
	    6.9
	  11.5

	BC
	Bivoltine
	0.457*
	0.434*
	0.411*
	0.056
	0.038
	-
	    Inf.
	162.0

	TN
	Bivoltine
	0.522*
	0.504*
	0.459*
	0.081
	0.067
	0.000
	-
	  55.1 

	ZL
	Bivoltine
	0.496*
	0.477*
	0.434*
	0.070
	0.042
	0.003
	0.009
	-


[bookmark: _Hlk28522590]Inf. = infinite number of migrants based on ST of 0.000.

B) FST estimates from single nucleotide polymorphism (SNP) marker data
	
	
	Univoltine
	Mixed (sympatric)
	Bivoltine

	Abbr.
	Ecotype
	DH
	YJ
	HC
	GZ
	YT
	BC
	TN
	ZL

	DH
	Univoltine
	-
	   7.1
	 14.2
	   7.3
	   9.1
	   9.4
	    6.9
	   6.2

	YJ
	Univoltine
	0.034*
	-
	 14.4
	   9.0
	   5.7
	245.3
	  11.9
	   7.9

	HC
	Univoltine
	0.017*
	0.034*
	-
	   9.9
	   6.9
	  48.7
	  19.7
	   9.4

	GZ
	Mixed
	0.033*
	0.027*
	0.025*
	-
	 27.2
	  12.4
	  21.3
	  42.8

	YT
	Mixed
	0.027*
	0.042*
	0.035*
	0.009
	-
	    7.5
	    8.9
	  12.1

	BC
	Bivoltine
	0.026*
	0.001
	0.005
	0.020*
	0.032*
	-
	  16.5
	  10.1

	TN
	Bivoltine
	0.035*
	0.021*
	0.013
	0.012
	0.027*
	0.015*
	-
	  28.7

	ZL
	Bivoltine
	0.033*
	0.031*
	0.026*
	0.006
	0.031*
	0.024*
	0.009
	-



