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	SNP marker locus (ChrA)
	FST
	P-valueB 
	
	Species
	Gene models
	E-value
	Putative gene annotation

	contig06857.529.529C (08)
	0.031
	>0.999
	
	NA
	NA
	NA
	No significant similarity found.

	contig07249.251.251C (04)
	0.035
	>0.999
	
	Ostrinia furnacalis
	XM_028323613.1
	8e-45
	Beta-1,3-glucan-binding protein

	contig00152.171.171C (Unk)
	0.112
	>0.999
	
	Ostrinia furnacalis
	XP_028171820.1
	0.0
	Cytochrome P450 monooxygenase 

	contig05937.323.323C (Unk)
	0.032
	>0.999
	
	Ostrinia furnacalis
	XP_028170880.1
	4e-52
	Death-related protein 1

	contig05841.408.408C (04)
	0.068
	  0.958
	
	Ostrinia furnacalis
	XP_028175884.1
	0.0
	NADH dehydrogenase 1 α subunit 10

	contig05821.209.209C (16)
	0.064
	  0.969
	
	Ostrinia furnacalis
	XP_028160431.1
	1e-110
	α -tocopherol transfer protein isoform X1

	contig05764.532.532C (05)
	0.133
	>0.999
	
	NA
	NA
	NA
	No significant similarity found.

	contig05858.559.559C (18)
	0.120
	  0.989
	
	Ostrinia furnacalis
	XP_028176674.1
	0.0
	Indole-3-acetylaldehyde oxidase

	contig07183.342.342C (Aut)
	0.118
	>0.999
	
	NA
	NA
	NA
	No significant similarity

	mpi_BL                         (06)
	0.048
	>0.999
	
	Ostrinia nubilalis
	NA
	NA
	Mannose phosphate isomerase

	622_C#2 L                     (Z)
	0.048
	>0.999
	
	Ostrinia nubilalis
	NA
	NA
	Kettin


A Chr indicates chromosome position with respect to Bombyx mori orthologs (Levy et al. 2015).
B P-value is the probability of simulated FST < sample FST, where background FST was 0.004.
C. Original description by Coates et al. (2011); L. Original description by Levy et al. (2015) 
Enclosed in box: Significant correlation between allele frequency and latitude Levy et al. (2015)

