Table 1. The sequence polymorphism of selected seeds
	Gene
	Location
	Genera analyzed
	Aligned length (bp)
	Gap ratio*
	Shannon index
	Pi

	psaB
	LSC
	1878
	2227
	1.02%
	[bookmark: _GoBack]0.9930
	0.092

	psaC
	SSC
	1868
	255
	3.55%
	0.9353
	0.103

	rbcL
	LSC
	1879
	1721
	16.60%
	0.9963
	1.000

	rrn23
	IR
	1331
	4114
	31.47%
	0.9590
	0.030


*Number of gaps in the whole alignment. 

