Table: 1 Characteristics of study subjects

	Subjects
	N
	Age
(Mean +/-SD)
 
	Gender Distribution
(Male:Female) 
	HbA1c
(Mean +/-SD)
 (%)
	RBS
(Mean +/-SD)
 (mg/dL)

	EC
	22
	39.6±11.0
	8:14
	5.2±0.5
	103±22.6

	EC-LTB
	14
	43.6±10.6

	8: 6
	5.8±0.4
	95.1±13.6

	DM
	16
	52.3±7.1

	9: 7
	8.5±2.42
	153±77

	DM-LTB
	16
	49.0±8.11

	10: 6
	8.2±2.7
	251±166

	TB
	10
	37±13.3

	7: 3
	5.5±0.4
	147±129


 
Table 1: EC, Endemic control; LTB, latent TB; DM, diabetes mellitus; DM-LTB, latently infected Diabetics; TB, tuberculosis; RBS, random blood sugar.




	






	 
	IFN-
	IL120-P70
	IL-6
	IL-2
	TNF-
	GM-CSF
	1L-1B
	IL-18

	EC
	0.1(0.1-22.4)
	0.1(0.1-0.1)
	0.1(0.1-17.3)*
	0.1(0.1-4.3)*
	0.1(0.1-84.2)*
	0.1(0.1-0.1)◦*
	0.1(0.1-3.5)*
	0.1(0.1-0.1)*

	LTB
	0.1(0.1-10.0)
	0.1(0.1-0.1)
	0.1(0.1-1196.9)*
	0.1(0.1-7.0)*
	0.1(0.1-139.0)*
	0.1(0.1-33.4)*
	10.7(0.1-239.1)
	0.1(0.1-1.4)

	DM
	0.1(0.1-7.9)
	0.1(0.1-0.1)
	297.5(0.1-1756.6)
	5.8(1.3-7.6)*
	5.2(0.4-45.6)*
	1.4(0.1-31.8)
	14.2(2.1-65.9)#
	0.1(0.1-0.9)

	DM-LTB
	48.2(0.1-172.2)
	2.0(0.1-3.5)
	1671.3(361.4-7042.1)
	38.2(4.9-122.9)
	186.3(19.7-391.9)
	48.2(11.6-248.9)
	80.6(23.7-386.6)
	0.6(0.1-82.6)

	TB
	0.1(0.1-336.2)
	0.1(0.1-0.1)
	0.1(0.1-15.8)*
	1.8(0.1-194.4)
	148.9(0.1-500.4)
	59.1(0.1-206.6)
	3.7(0.1-480.0)
	0.1(0.1-16.1)

	P values 
	NS
	NS
	0.0107
	0.013
	0.028
	0.008
	0.051
	NS


Table 2: Differential pro-inflammatory cytokine secretion between healthy controls, diabetics and LTBi cases


Table 2: EC, Endemic control; LTB, latent TB; DM, diabetes mellitus; DM-LTB, latently infected Diabetics; TB, tuberculosis. Supernatants were collected and tested for IFNγ, TL12p70, IL2, TNFα, GM CSF, and IL1β by Th1 Th2 11 plex procarta plex assay (Thermofischer, USA). Data is depicted as median with IQR. Kruskal Wallis test was run between the groups to see the difference in secretion levels and P values are included in the table. Individual groups were also compared using Mann–Whitney U-test. *Denotes a significant difference (≤0.05) as compared with DM LTB; # as compared with EC; NS, not significantly different, p>0.05.


Table 3: Differential type 2 cytokine secretion between healthy controls, diabetics and LTBi cases 

	 
	IL13
	IL4
	IL5

	EC
	0.1(0.1-5.2)
	0.1(0.1-0.1)
	0.1(0.1-0.1)*

	LTB
	0.1(0.1-3.4)
	0.1(0.1-0.1)
	0.1(0.1-1.0)

	DM
	0.1(0.1-0.6)*
	0.1(0.1-0.1)
	0.1(0.1-4.4)

	DM-LTB
	1.7(0.5-10.7)
	0.1(0.1-0.1)
	8.8(0.1-37.4)

	TB
	0.1(0.1-8.6)
	0.1(0.1-0.1)
	6.1(0.1-8.9)

	P values 
	NS
	 NS
	NS




Table 3: EC, Endemic control; LTB, latent TB; DM, diabetes mellitus; DM-LTBi, latently infected diabetics; TB, tuberculosis. Supernatants were collected and tested for IL13, IL4, IL5, IL6 and IL18 by Th1 Th2 11 plex procarta plex assay (Thermofischer, USA). Data is depicted as median with IQR. Kruskal Wallis test was run between the groups to see the difference in secretion levels and P values are included in the table. Individual groups were also compared using Mann–Whitney U-test. *Denotes a significant difference (≤0.05) as compared with DM LTB; NS, not significantly different, p>0.05. 
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Fig 1. Raised proinflammatory responses in diabetics with latent TB. EC, Endemic control; LTBi, latent TB; DM, diabetes mellitus; DM-LTBi, latently infected diabetics; TB, tuberculosis. Total cellular RNA was extracted from PBMCs subjected to RT-PCR using sequence-specific primers to IFN-γ, TNFα, IL6, and SOCS3. All mRNA expression levels were normalized to the housekeeping gene HuPO, and data calculated as median Target gene ⁄ HuPO by the relative quantification 2C t method. Data is depicted as bar graphs for each group with median values indicated by a horizontal line. *Denotes a significant difference (≤0.05) between the groups using Mann–Whitney U-test. Figure shows A. IFNγ, B. TNFα, C. IL6 and D. SOCS3.
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