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Fig. 3. The relationships between DBH and methylation rates and relative growth rate. (a): MRM correlation coefficients for the relationship between individual DBH and methylation rates. * Significant at the 0.1 level. An edaphic, topography, spatial, DBH and genetic variable model was used in this MRM analysis. (b): DBH distribution of relative growth rates（RGR） of all individuals of C. chinensis in DHS.
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