Table 2. Effect of host plant use and geography on genetic variation of Hypogeococcus pungens species complex populations based on SNPs and mtDNA datasets. 


	
	SNPs
	mtDNA

	Correlation matrices by Mantel test

	
	R
	p
	R
	p

	Genetic distance and geographical distance
	0.4000
	0.0128
	-0.0524
	0.5859

	Genetic distance and host plant use
	0.5254
	0.0017
	0.2625
	0.0648

	*Genetic distance + host plant – Geography
	0.6133
	0.0001
	0.2631
	0.0664

	Multiple Regression matrix by MRM

	
	Coefficient
	p
	Coefficient
	p

	Intercept
	0.52924
	0.9808
	0.74032
	0.7671

	Geography
	0.00709
	0.0001
	-0.0012
	0.7651

	Host plant use
	0.28497
	0.0001
	0.1355
	0.0999

	
	Model R2
	0.4759
	Model R2
	0.0717

	
	p
	0.0001
	p
	0.2622



*Correlation analysis was performed using the partial Mantel test. Significantly different tests are designated by bold font.

