

Table (1):. Global subject characteristics
	Variables  
	[bookmark: OLE_LINK1]Control group
(N=30)
	[bookmark: OLE_LINK3]Mild persistent 
(N=34)
	[bookmark: OLE_LINK4]Moderate persistent (N=26)
	[bookmark: OLE_LINK5]Severe persistent
(N=10)
	ANOVA
	P

	
	Mean ± SD
	Mean ± SD
	Mean ± SD
	Mean ± SD
	
	

	Age (years)
	10.7 ± 3.3
	10.4± 3.2
	11 ± 3.2
	9.8 ± 2.4
	0.417
	0.741

	sex
	Male N(%)
	15(50%)
	20 (58.8%)
	10(38.5%)
	6(60%)
	χ2= 2.8
	0.419

	
	Female N (%)
	15(50%)
	14(41.2%)
	16(61.5%)
	4(40%)
	
	

	Eosinophils cells x109/L
	213.5± 54.4
	251.6 ±87.0
	412.4±34.1
	549.8 ±44.2
	96.6
	<0.001* 

	Serum IgE IU\mL
	156.3 ± 34.6
	482.8 ±120.3
	733.8 ±147.8
	1019.4 ±137.0
	119.4
	<0.001* 

	FEV1\ FVC
	89.4 ± 1.44
	87.5±4.02
	78.4 ±2.89
	65. 3 ±7.75
	184.4
	<0.001* 

	FEV1 %
	90.05 ± 2.09
	84.4 ±1.56
	70.2 ±4.14
	52.0 ±6.51
	352.9
	<0.001* 

	FVC%
	92.7 ± 2.51
	88.0 ±4.75
	72.3 ±5.00
	55.5 ±7.20
	43.1
	<0.001* 


*P<0.05 is significant




Table (II): Expression of epithelial cell genes in the studied groups
	Variables  
	Control group
(N=30)
	Mild persistent 
(N=34)
	Moderate persistent (N=26)
	Severe persistent
(N=10)
	Kruskal Wallis test (χ2)  
	P

	
	Mean ± SE
	Mean ± SE
	Mean ± SE
	Mean ± SE
	
	

	TMEM178
	6.251±0.149
	4.703±0.12
	3.521 ±0.181
	1.293± 0.295
	77.59

	p1=0.001* p2=0.001*  
[bookmark: _Hlk34069489]p3=0.001* p4=0.001* p5=0.001* p6=0.001* 

	FKBP5
	0.47±0.049
	0.496±0.047
	0.608 ±0.059
	0.64± 0.087
	5.38
	p1=0.747 p2=0.063  
p3=0.104 p4=0.121 p5=0.17; p6=0.89

	CLCA1
	0.026±0.006
	0.047±0.005
	0.049± 0.006
	0.064 ± 0.014
	13.58
	p1=0.002* p2=0.003*  
p3=0.046* p4=0.77 p5=0.28; p6=0.34

	SERPINB2
	0.067±0.01
	2.01±0.13
	2.33± 0.22
	2.66±0.28
	63.86
	p1=0.001* p2=0.001*
p3=0.001* p4=0.45 p5=0.06; p6=0.42

	Periostin
	0.022±0.005
	0.061±0.016
	0.115± 0.039
	0.097 ± 0.038
	19.3
	p1=0.001*; p2=0.001*
p3=0.006*; p4=0.17 p5=34; p6=0.97


*P<0.05 is significant, p1: mild and control, p2: moderate and control, p3: severe and control, p4: mild and moderate,
 p5: mild and severe, p6: moderate and severe  



Table (III): Performance characteristics of TMEM178 expression (2^-∆Ct) in discrimination between different asthma phenotypes
	Variables
	AUC (95% CI)
	Cutoff points
	Sensitivity
	Specificity
	P value

	Control from asthmatics
	0.967 (0.938-0.995)
	5.426
	86.7%
	92.9%
	<0.001(HS)

	Mild from moderate
	0.870 (0.779-0.961)
	4.176
	79.4%
	80.8%
	<0.001(HS)

	Mild from severe
	0.991 (0.970-1)
	2.982
	97.1%
	100%
	<0.001(HS)

	Moderate from severe
	0.950 (0.877-1)
	2.617
	92.3%
	90%
	<0.001(HS)


CI: confidence interval



Table (IV): comparison between controlled and partially to uncontrolled asthmatics regarding epithelial cell genes expression.
	Variable  
	Controlled asthma
(N=48)
	partially to uncontrolled asthma (N=22)
	MWU test    (z)
	P

	
	Mean± SE
	Mean ± SE
	
	

	TMEM178
	4.28±0.17
	2.72±0.272
	4.9
	<0.001* 

	FKBP5
	0.51±0.043
	0.67±0.049
	2.18
	0.03* 

	CLCA1
	0.056±0.005
	0.039±0.007
	1.97
	0.048* 

	SERPINB2
	2.59±0.128
	1.415±0.084
	5.07
	<0.001* 

	Periostin
	0.114±0.024
	0.025±0.004
	4.21
	<0.001* 


[bookmark: _Hlk34932452]*P<0.05 is significant

[bookmark: _GoBack]Table (V): comparison between atopic and non-atopic asthma regarding epithelial cell genes expression.
	Variable  
	Atopic asthma
(N=32)
	Non atopic asthma (N=38)
	MWU test  (z)
	P

	
	Mean± SE
	Mean ± SE
	
	

	TMEM178
	4.09±0.24
	3.53±0.23
	1.75
	0.081 

	FKBP5
	0.55±0.057
	0.57±0.041
	0.27
	0.786 

	CLCA1
	0.063±0.006
	0.039±0.005
	2.88
	0.004* 

	SERPINB2
	2.96±0.13
	1.59±0.095
	6.01
	<0.001* 

	Periostin
	0.153±0.034
	0.03±0.003
	4.89
	<0.001* 


*P<0.05 is significant









