
Table 1. Patient Demographics
	Patient Characteristics (N = 24)
	N (%)

	Male Gender
	12 (50)

	Age: Median (IQR)
	2 yo (3.8 yo)

	Age: < 2 yo
	12 mo (10 mo) 

	Age: < 2-5 yo
	3 yo (1 yo)

	Age: > 5yo
	8.5 yo (3 yo)

	Premature < 37 weeks
	8 (33)

	CHD/Vascular Anomaly
	10 (42)

	Developmental Delay
	11 (46)

	Alternate Feeding Route
	6 (25)

	Airway Anomaly
	15 (63)

	Tracheostomy Dependence
	3 (2)

	Dysphagia Study Abnormality
	11 (46)

	Greater than 2 for Medical Complexity Score
	13 (54)


Table 2. Comparison of Standard Culture Results to Next Generation Sequencing Results Reported as “Potential Pathogens”
	Patient ID
	Standard Culture Results 
	Next Generation Sequencing (NGS) Results 
“Potential Pathogens”
	Percentage Detection 

	AERO 1a,* 
	1+  Haemophilus influenzae
	Streptococcus mitis
	31.9

	
	1+ Moraxella catarrhalis 
	Staphylococcus aureus
	16.5

	
	
	Haemophilus parahaemolyticus
	1.2

	AERO 2a
	2 + Haemophilus influenzae
	Hemophilus influenzae
	1.7

	
	2+ Normal Flora
	
	

	AERO 3c
	2+ Normal Flora 
	Haemophilus parahaemolyticus
	12.1

	
	
	Haemophilus paraphrohaemolyticus
	9.1

	
	
	Haemophilus haemolyticus
	6.5

	
	
	Haemophilus parainfluenzae
	6.5

	
	
	Moraxella catarrhalis
	4.1

	
	
	Streptococcus intermedius
	1.9

	AERO 4a
	<1+ Streptococcus pneumoniae 
	Streptococcus pneumoniae
	100

	AERO 5b
	<1 Alpha Hemolytyic Streptococcus
	Negative
	

	AERO 6a
	1+ Hemophilus influenzae
	Haemophilus haemolyticus
	0.5

	
	2 + Normal Flora 
	
	

	AERO 7a,*
	3+ Streptococcus pneumoniae
	Moraxella catarrhalis
	60.3

	
	3+ Moraxella catarrhalis
	
	

	AER0 8d 
	No growth
	No bacterial detection (Human Rhinovirus A Detected)
	

	AERO 9a,*
	< 1 + Haemophilus influenzae
	Haemophilus parainfluenzae
	28.4

	
	
	Moraxella catarrhalis
	26.8

	AERO 10a
	1+ Hemophilus influenzae
	Haemophilus haemolyticus
	2.3

	
	1+ Normal Respiratory Flora
	
	

	AERO 11b 
	2+ Staphylococcus aureus
	No bacterial detection (Human Rhinovirus A Detected) 
	

	AERO 12a
	3+ Streptococcus pneumoniae 
	Moraxella catarrhalis
	89.5

	
	3+ Haemophilus influenzae
	Streptococcus pneumoniae
	9.4

	
	4+ Moraxella catarrhalis
	Hemophilus influenzae
	1.1

	
	2+ Normal Respiratory Flora 
	
	

	AERO 13b
	2+ Hemophilus influenzae
	Negative
	

	AERO 14c
	2+ Normal Flora 
	Tropheryma whipplei
	20.3

	
	
	(Helicobacter pylori also found on 'Additional Organisms ‘)
	23.6)

	AERO 15d
	No growth
	No bacterial detection
	

	AERO 16d
	No growth 
	No bacterial detection
	

	AERO 17a
	2+ Staphylococcus aureus
	Haemophilus haemolyticus
	19.8

	
	2+ Normal respiratory flora 
	
	

	AERO 18a
	2+ Moraxella catarrhalis
	Moraxella catarrhalis
	77.8

	
	1+ Normal Respiratory Flora
	Haemophilus haemolyticus
	6.7

	AERO 19c
	No growth 
	Pneumocystis jirovecii (Fungal Detection)
	100

	AERO 20b
	2+ Streptococcus pneumoniae
	Negative
	

	
	1+ Hemophilus influenzae
	
	

	AERO 21a
	2+ Group G Beta-Hemolytic Streptococcus
	Streptococcus anginosus
	2

	
	3+ Normal Respiratory Flora
	
	

	AERO 22b
	1+ Streptococcus pneumoniae
	Negative
	

	AERO 23a
	3 + Staphylococcus aureus
	Staphylococcus aureus
	95.6

	AERO 24b
	<1+ Streptococcus pneumoniae
	Negative
	


Full microbiological data are available in Supplemental Table 3. 
a Standard Culture Positive, NGS Positive
b Standard Culture Positive, NGS Negative
c Standard Culture Negative, NGS Positive
d Standard Culture Negative, NGS Negative
* Patients with discordance between positive standard culture and positive NGS result

