Table 2: Comparison of canonical envelop protein polybasic cleavage sites of different RNA viruses 
SARS-CoV-2 and other RNA viruses display the canonical (R/K)-(2X)n-(R/K)↓ motif (red bold alphabets) at cleavage site(s). The hydrophobic residues (except alanine) (black bold alphabets) at P2’ position of cleavage site favours the cleavage by furin/furin-like proteases.

	Virus
	Envelop protein
	Cleavage site

	SARS-CoV-2
	S protein
	SPRRAR↓SVAS (S1/S2)

	SARS-CoV-2
	S protein
	SKPSKR↓SF (S2’)

	SARS-CoV
	S protein
	LKPTKR↓SF (S2’)

	MERS-CoV
	S protein
	TPRSCR↓SVPG (S1/S2)

	HKU1
	S protein
	SRRKRR↓SISA (S1/S2)

	HCoV-OC43
	S protein
	KNRRSR↓GAITT

	HIV
	Gp160
	VQREKR↓AV

	Human CMV
	gB
	HKRTKR↓ST

	Influenza virus H5
	HA
	RKRKKR↓GL

	Avian H5N1 A/HK/98
	HA
	RERKRKKR↓GL

	Yellow Fever Virus 
	PrM
	SRRSRR↓AI

	Zika Virus
	PrM
	ARRSRR↓AV

	Ebola Virus
	GP
	GRRTRR↓EA
























