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Figure 1. Predicted prevalence of rs2285666 ACE2 risk allele in different population participated in 1000 Genomes project. Here SAS: South Asian, EAS: East Asian, EUR: European, AMR: Ad.Mix American, AFR: African.
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[bookmark: _Hlk33563362][bookmark: _Hlk41237080][bookmark: _Hlk33563409]Figure 2. Predicted prevalence of phenotypes associated with rs2285666 ACE2 genetic polymorphism in different population participated in 1000 Genomes project. Here, SAS: South Asian, EAS: East Asian, EUR: European, AMR: Ad.Mix American, AFR: African. 
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