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	untreated SPI
	α-helix/%
	β-sheet/%
	β-turn/%
	random coil/%

	SPI-G (pH5.0)
	27.86 ± 0.12e
	32.63 ± 0.19a
	20.14 ± 0.22a
	19.35 ± 0.11a

	SPI-G (pH6.0)
	27.05 ± 0.16d
	32.80 ± 0.36b
	20.27 ± 0.08b
	19.87 ± 0.08b

	SPI-G (pH7.0)
	26.41 ± 0.08c
	33.16 ± 0.42c
	20.08 ± 0.17a
	20.25 ± 0.12c

	SPI-G (pH8.0)
	25.79 ± 0.13b
	32.86 ± 0.18b
	20.52 ± 0.19c
	20.83 ± 0.14d

	SPI-G (pH9.0)
	25.24 ± 0.19a
	33.27 ± 0.33c
	20.31 ± 0.22b
	21.16 ± 0.19e



Values are given as means±SD from triplicate determinations. a-e Different letters in the same column indicate significant differences (P＜0.05)


Table.2. Correlation Analysis between Molecular Flexibility and Emulsifying Properties
	
	
	Emulsifying activity (EA)
	Emulsion stability (ES)

	molecular flexibility
	0.963**
	0.879*



Note: * indicated significant (P < 0.05), and ** indicated extremely significant (P < 0.01).
