TABLE 2 The list of pathways and differentially expressed genes in severe patients with Class II mutation (Significantly expressed genes are shown in bold). 
	Name of the pathway
	Associated genes
	P 

	IL-17 signaling pathway
	CXCL1, LCN2, CXCL2, IL1B, CXCL8, HSP90AA1, PTGS2, S100A8
	6.83E-10

	NF-kappa B signaling pathway
	CXCL2, CXCL8, IL1B, PTGS2, TNFRSF11A, TNFRSF1A
	7.91E-07

	Cytokine-cytokine receptor interaction
	CXCL1, CXCL2, CXCL8, IL1B, TNFSF10, CXCR2, TNFRSF11A, TNFRSF1A
	5.37E-06

	TNF signaling pathway
	CXCL1, CXCL2, IL1B, PTGS2, TNFRSF1A
	3.69E-05

	NOD-like receptor signaling pathway
	CXCL1, CXCL2, CXCL8, HSP90AA1, IL1B
	0.000275

	Chemokine signaling pathway
	CXCL1, CXCL2, CXCL8
	0.00422

	SNARE interaction in vesicular transport
	SNAP23, STX1A
	0.00643

	Aldosterone regulated sodium reabsorption
	SCNN1G, SLC9A3R2
	0.00758
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