   Table 1:  Summary of cancer patients involved in study
	Variable
	Number (%)

	Total number of patients
	66

	Age, median (range) (years)
	60 (32-76)

	Male sex
	38(57.5%)

	Female sex
	28(42.4%)

	Smoking history
	41.47(62%)

	Cancer stages
Stage I
Stage II and III
	
36(54.5%)
30(45.4%)

	Tumor
Present
Absent
	
32(48.4%)
34(51.1%)

	Status
Dead
Alive
	
26(39.3%)
40(60.6%)



Table 2: Common DEGs based on Status, tumor and status of lung cancer
	Gene Symbol
	Mean
	Standard Deviation
	P-Value 
	Gene Description

	NKTR
	5.43
	0.54
	0.01
	Natural killer cell triggering receptor

	C12orf80
	1.93
	0.04
	0.02
	Chromosome 12 open reading frame 80

	LOC101927406
	2.57
	0.06
	0.04
	Uncharacterized LOC101927406

	ACAA2
	3.63
	0.38
	0.04
	Acetyl-CoA acyltransferase

	GPX2
	3.84
	3.66
	0.01
	Glutathione peroxidase

	PARN
	9.39
	0.35
	0.02
	Poly(A)-specific ribonuclease

	PPP1R3C
	8.42
	1.77
	0.01
	Protein phosphatase  1 regulatory subunit 3C

	S100P
	9.99
	2.88
	0.03
	S100 calcium binding protein P

	HOXC5
	2.04
	0.05
	0.03
	Homeobox C5

	P2RY1
	4.20
	0.88
	0.00
	Purinergic receptor P2Y1

	KLF12
	2.14
	0.03
	0.04
	Kruppel like factor

	TRANK1
	7.65
	0.64
	0.03
	Tetratricopeptide repeat and ankyrin repeat containing 1

	FXYD5
	10.92

	0.56
	0.01
	FXYD domain containing ion transport regulator 5

	TRIM5
	2.88
	0.40
	0.02
	Tripartite motif containing 5

	CISH
	8.38
	0.95
	0.04
	Cytokine inducible SH2 containing protein

	PCSK9
	5.45
	0.93
	0.01
	Proproteinconvertasesubtilisin/ kexin type 9

	SLIT1-AS1
	2.18
	0.04
	0.01
	SLIT1 antisense RNA 1

	TFB1M
	4.24
	0.41
	0.00
	Transcriptional factor B1, mitochondrial

	SLX1A-SULT1A3
	7.12
	0.48
	0.03
	SLX1A-SULT1A3 readthrough (NMD Candidate)

	CC2D2A
	4.43
	0.61
	0.02
	Coiled-coil and C2 containing domain 2A

	LOC100507277
	1.87
	0.04
	0.04
	Uncharacterized LOC100507277

	FAM118B
	3.78
	0.38
	0.00
	Family with sequence similarity 118 member B

	KMT2A
	6.03
	0.67
	0.02
	Lysine methyltransferase 2A

	LOC100130502
	1.78
	0.06
	0.03
	Uncharacterized LOC100130502




Table 3: Gene Ontology analysis of DEGs
	S.NO.
	CATEGORY
	TERM
	GENE COUNT
	P-VALUE

	1.
	GO_BP_DIRECT
	Regulation of receptor activity
	2
	8.5E-3

	2.
	GO_BP_DIRECT
	Anterior/posterior pattern specification
	2
	7.4E-2

	3.
	GO_MF_DIRECT
	Poly(A) RNA binding
	4
	7.4E-2

	4.
	GO_MF_DIRECT
	Protein binding
	12
	8.0E-2


BP-biological process; FAT-functional annotation tool; MF-molecular function

 Table 4: List of over represented pathway involved in Lung cancer using KEGG pathway analysis 
  In STRING
	PATHWAY
	DESCRIPTION
	FALSE DISCOVERY RATE
	COLOR REPRESENTATION

	hsa05203
	Viral carcinogenesis
	0.00071
	Dark purple

	hsa04152
	AMPK signaling pathway
	0.00096
	Pale yellow

	hsa03320
	PPAR signaling pathway
	0.0017
	Cyan

	hsa05200
	Pathways in cancer
	0.0042
	Dark green

	hsa4330
	Notch signaling pathway
	0.0059
	Pink

	hsa04151
	PI3K-Akt signaling pathway
	0.0099
	Yellow

	hsa05206
	microRNAs in cancer
	0.0113
	Green

	hsa04066
	HIF-1 signaling pathway
	0.0228
	Dark blue

	hsa00280
	Valine, leucine and isoleucine degradation
	0.0427
	Purple

	hsa04310
	Wnt signaling pathway
	0.0423
	Red



Table 5: Top 10 Hub genes with their ranks and scores respectively

	Rank
	Name
	Score

	1
	EP300 (E1A Binding Protein P300)
	29

	2
	TP53 (Tumor protein 53)
	25

	3
	KAT2B(K(lysine) acetyltransferase 2B)
	24

	4
	HDAC1 (Histone Deacetylase 1)
	22

	5
	SIRT1 (sirtuin 1)
	17

	6
	KMT2A(Lysine Methyltransferase 2A)
	16

	6
	ASH2L (histone lysine methyltransferasecomplex subunit)
	16

	6
	SETD1B (SET Domain Containing 1B)
	16

	6
	SETD1A (SET Domain Containing 1A)
	16

	10
	KMT2C (Lysine Methyltransferase 2C)
	15






























Table 6: Top 3 modules from PPI network along with the genes involved 
	MODULES
	PATHWAY INVOLVED 
	GENES INVOLVED 

	1.

	Viral carcinogenesis
	KAT2B,EP300,RELA,CREB1,TP53


	
	Pathways in cancer

	HDAC1,TP53,EP300


	
	Notch signaling pathway

	KAT2B,HDAC1,EP300


	
	MicroRNAs in cancer

	HDAC1,EP300,TP53


	
	Wnt signaling pathway
	TP53,EP300

	2.
	Viral carcinogenesis

	RELA,CREB1


	
	AMPK signaling pathway

	SIRT1,FOXO3,CREB1


	
	PPAR signaling pathway

	ACADM,APOA1,APOA2,APOC3


	
	Pathways in cancer

	NCOA3,NCOA1,RELA,HIF1A


	
	PI3K-Akt signaling pathway

	RELA,FOXO3,CREB1


	
	HIF-1 signaling pathway

	HIF1A,RELA


	
	Valine, leucine and isoleucine degradation
	ACAA2,ACADM


	3.
	AMPK signaling pathway

	GYS1,GYS2


	
	PI3K-Akt signaling pathway

	GYS1,GYS2


	
	Pathways in cancer

	TCF7L2


	
	Wnt signaling pathway

	TCF7L2





