Table 2. Identified peptide sequences from keratins and KAPs in which all the cysteines had been labelled with acrylamide in Step 2 of the reduction process in at least four biological replicates.
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	Keratins
	
	
	

	Protein Name
	Peptide
	Cysteines modified
	Domain

	K31
	C404GPCNSYVR
	T-42, T-45
	Tail

	K31
	G357LLDSEDCKLPCNPCATTNACGK
	T-2, T-6, T-9, T-15
	Tail

	K31 (& K33B)
	S173DLEAQVESLKEELICLK
	1B-87
	Coil 1B

	K31 (& K33B)
	Y306SCQLNQVQSLISNVESQLAEIR
	2-90
	Coil 2

	K32
	T388VCVPCVPCHPSCH
	T-30, T-33, T-36, T-40
	Tail

	K33a
	C395GPCNTFVH
	T-33, T-36
	Tail

	K33a
	C377GKPIGPCISNPCVSR
	T-15, T-22, T-27
	Tail

	K34
	S108QQQEPLLCPNYQSYFR
	L1-9
	Linker 1

	K34
	C22LPTLSYR
	H-22
	Head

	K34
	G374LLDSEDSKLPSNPCATTNASSNFCR
	T-9, T19
	Tail

	K35
	G398LLDSEDCKLPCNPCAPDHSPSK
	T-2, T-6, T-9
	Tail

	K35
	V27STIFSSSSCK
	H-36
	Head

	K39
	V465ISSYEHVQPCFITR
	T-81
	Tail

	K81
	C489GISSYGVGSCASVCR
	T-77, T-87, T-91
	Tail

	K81
	C24CITAAPYR
	H-24, H-25
	

	K83
	A15FSCVSACGPRPGR
	H-18, H-22
	

	K83 
	C29CITAAPYR
	H-29, H-30
	Head

	K83
	L421CEGVGAVNVCVSSSR
	T-5, T-14
	Tail

	K86
	L434CEGVGAVNVCVSSSR
	T-5, T-14
	Tail

	K83
	C472APCGQLNTTCGGGSCSLGR
	T-55, T-58, T-65, T-70
	Tail

	K85
	G448GVACGGLTYSSTAGR
	T-24
	Tail

	K85
	S54VSALGSCGPR
	H-61
	Head

	K85
	T16FSSCSAVAPK
	H-20
	Head

	
	
	
	

	KAPs
	
	
	

	Protein Name
	Peptide
	
	Class

	KAP19.3
	L34GFSTGFGGYGCGSGFGSFGYGYNR
	45
	HGTP

	KAP19.5 (& KAP 19.6)
	C66GFSSFY
	66
	HGTP

	KAP6.1
	S50LCGSGYGYGSR
	52
	HGTP

	KAP6.1 (& KAP 6.2, KAP 6.4, KAP 6.5)
	L21GCGYGSCYGSGFR
	23, 28
	HGTP

	KAP 6.1 (& KAP6.2, KAP6.3, KAP6.4, KAP6.5)
	L36GCGYGCGYGYGSR
	38, 42
	HGTP

	KAP6.4
	S46LYGCGYGCGSGYGSGFGYYY
	50, 54
	HGTP

	KAP7.1
	F3FCCGSYFPGYPSYGTNFHR
	5, 6
	HGTP

	KAP2.3
	C28CCRPVSSQTTVSRPVTFVPR
	28, 29, 30
	HSP

	KAP2.3
	D26PCCCRPVSCQTTVSRPVTFVPR
	28, 29, 30, 35
	HSP

	KAP2.3 var1 (& KAP2.4)
	T1GSCCGPTFSSLSCGGGCLQPCCYR
	4, 5, 14, 18, 22, 23
	HSP

	KAP2.3 var3
	Y23YRDPCCCRPVSCQTTVSR
	28, 29, 30, 35
	HSP

	KAP3.1 (& KAP 3.2)
	S69SHPTPGLSGINLTTFIQPGCENVCEPR
	89, 93
	HSP

	KAP3.1 (& KAP3.2)
	T12GPATTICSSDKFCR
	19, 25
	HSP

	KAP3.3 (& KAP 3.4)
	C27GVCLPSTCPHTVW
	27, 30, 35
	HSP

	KAP3.3 (& KAP 3.4)
	L6CCSVPTSPATTICSSDKFCR
	7, 8, 19, 25
	HSP

	KAP3.4
	C27GVCLPSTCPHTVWFLQPT
	27, 30, 35
	HSP

	KAP3.4
	S70SQPTPGLESINLTTYTQPSCEPCIPSCC
	90, 93, 97, 98
	HSP

	KAP10.11-like
	P229ACYVPALALEPCC
	231, 241, 242
	HSP

	KAP10.12-like Iso X2
	L285ACGIPTSAPELCC
	287, 297, 298
	HSP

	KAP10.4-like Iso X1
	C142RPSSSVSLLCRPVCR
	142, 152, 156
	HSP

	KAP11.1
	R13IGGEYTVPVVTVSSPDADCLSGIYLP
	32
	HSP

	KAP11.1
	S96RPLTFISSGCQPLSGVSTVCKPVR
	106, 116
	HSP

	KAP12.2 Like (& KAP 12.1)
	F101CQPSYPSLVCRPVP
	102, 111
	HSP

	KAP12.2 Like (& KAP 12.1)
	I90VYVIPSCQPSR
	97
	HSP

	KAP13.1
	Y20SGSSCGSSFPSNLVYR
	25
	HSP

	KAP13.1
	T63QTVVSSPCQTSCYRPR
	71, 75
	HSP

	KAP15.1
	F68FQTSCSHPQNFIFR
	73
	HSP

	KAP16.1
	A255TICEPSCSVSSCAQPVSYK
	258, 262, 267
	HSP

	KAP16.1
	G26PVCLPSSCR
	29, 34
	HSP

	KAP16.1
	T306FYIPSSCK
	313
	HSP

	KAP16.1
	C9PSVPAISLCSTEVSCR
	9, 18, 24
	HSP

	KAP24.1
	H32VSPTFGLSLPSSYHGNLWLLDNCQETC
	55, 59
	HSP

	KAP24.1
	T16HYYFPVTGSVALCSR
	29
	HSP

	KAP26.1
	S17PCHIPVASSVGLYTPSVSVGDGLCLPSSCQDR
	19, 41, 46
	HSP

	KAP26.1
	V169FSPYRPSYSTCGGL
	180
	HSP

	KAP4.2 (& KAP4.22)
	T36TCYRPSCGVSSCCRPICCQPTCPR
	38, 43, 48, 49, 53, 54, 58
	UHSP

	KAP4.2 (& KAP4.5, KAP4.7, KAP4.8, KAP4.9, KAP4.13, KAP4.17, KAP4.18, KAP4.19, KAP4.22)
	S17LCQETCCRPSCCQTTCCR
	19, 23, 24, 28, 29, 33, 34
	UHSP

	KAP4.17 (& KAP4.2, KAP4.7, KAP4.13)
	V258SCHTTCYRPTCVISTCPRPVSCPSSCC
	260, 264, 269, 274, 280, 284, 285
	UHSP

	KAP4.22 (&, KAP4.5, KAP4.8, KAP4.9)
	V208SCHTTCYRPTCVISTCPRPVCCPSSCC
	210, 214, 219, 224, 229, 230, 234, 235
	UHSP

	KAP9.2
	C277RPSCVSSCCQPSCC
	277, 281, 285, 286, 290, 291
	UHSP

	KAP9.2-like
	T178TCCRPSCVSTCCPSFC
	180, 181, 185, 189, 190, 194
	UHSP

	KAP9.8
	C157RPSCVSSCCLPSCC
	157, 161, 165, 166, 170, 171
	UHSP





