Table 2 Repetitive element annotations in the humphead wrasse
	Type of repeats
	No. of repeats
	Length (bp)
	% of genome

	RNA transposon
	613,459
	101,501,583
	8.64

	LTR
	241,268
	37,238,355
	0.89

	LINE
	322,969
	58,748,064
	3.53

	SINE
	49,222
	5,515,164
	0.31

	Unknown
	328,891
	45836077
	3.91

	DNA transposon
	1,855,433
	366,630,589
	31.24

	hAT
	482,736
	92,822,385
	7.91

	Tc1/Mariner
	300,025
	85,786,417
	7.31

	MITE
	224,614
	48,729,637
	4.15

	Helitron
	57,124
	12,467,414
	1.06

	PIF/Harbinger
	47,274
	7,249,739
	0.62

	Mutator
	20,339
	3,636,466
	0.31

	CMC-EnSpm
	47,530
	10,564,072
	0.90

	PiggyBac
	24,262
	3,909,834
	0.33

	Kolobok
	31,667
	6,775,784
	0.58

	IS3EU
	11,119
	2,558,623
	0.22

	P
	15,729
	1,510,520
	0.13

	Other
	58,482
	6,474,035
	0.55

	Unknown
	534,532
	84,145,663
	7.17

	SSR
	97,478
	1,117,748
	0.1

	Tandem Repeats
	58,931
	13,511,961
	1.15

	Simple repeats
	27,897
	7,744,802
	0.66

	Other repeats
	40,670
	12,635,455
	1.07

	Unknown repeats
	240,838
	37,705,461
	3.21

	Total Repeats
	2,934,706
	540,847,599
	46.07



