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Figure 1: Diagram of the study and distribution of the population investigated. Comparative diagnosis of chronic endometritis (CE) performed by 16S rRNA sequencing (endometrial and vaginal microbiome) and classic diagnosis of CE histology and CD138. 
Figure 2: Comparison of α-diversity values in groups of histological diagnostic. (a) Comparative analysis of the Shannon diversity index (p-value: 0.98) and the Simpson diversity index (p-value: 0.99) for the positive, probable and negative groups of histological diagnostic by endometrial samples. (b) Bar chart of the relative frequency of the most abundant genera and species of histological diagnostic in the endometrial samples. 
Figure 3: (a) Comparison of α-diversity values for the positive and negative groups of CD138, the Shannon diversity index (p-value: 0.15) and the Simpson diversity index (p-value: 0.22) by endometrial samples. (b) Comparison of beta-diversity values for the positive (red) or negative (blue) groups of CD138 by endometrial samples. (c) Comparison of α-diversity values in groups of CD138, the Shannon diversity index (p-value: 0.011) and the Simpson diversity index (p-value: 0.018) by vaginal samples. (d) PCoA for positive (red) or negative (blue) groups of CD138 by vaginal samples.

Figure 4: (a) Taxonomic diversity by genus in samples included in our study. Pie chart showing the relative frequency of the most abundant species of CD138 by endometrial samples. (b) Pie chart showing the relative frequency of the most abundant species of CD138 by vaginal samples.
Figure 5: (a) Bar chart of the relative frequency of the most abundant genera and species of CD138 by endometrial samples. (b) Bar chart of the relative frequency of the most abundant genera and species of CD138 by vaginal samples.

Figure 6: Univariate analysis represented with correlation coefficients showing of the most abundant species by endometrial samples. Analysis of correlation with Gardnerella (p-value: 0.0059), Anaerobacillus (p-value: 0.0748). Top 8 genera correlated with Gardnerella.
Figure 7: (a) Comparison of α-diversity values for the endometrium and vagina positive CD138 samples, the Shannon diversity index (p-value: 0.06) and the Simpson diversity index (p-value: 0.08). (b) Comparison of beta-diversity values for the endometrium (red) or vagina (blue) groups of CD138 (p<0.001). (c) Bar chart of the relative frequency of the most abundant genera of CD138 by endometrium and vagina samples. 






FIGURE 1





Patients lost to follow-up (n=6)


Lost samples:


 1. Histological analysis                    n=5


 2. Inmunoshistochemistry CD138   n=5


 3. Endometrial microbiome             n=2


 4. Vaginal microbiome                    n=0











CE recluted patients 


 n=60


Total samples 


n=120





























Figura 1: Descriptivo de las pacientes y muestras totales incluidas en el estudio. 








CE by 16S rRNA sequencing  Total samples analyzed


n=118








CE by histological analysis


Total samples analyzed


n=110








CE by CD138 immunochemistry


Total samples analyzed


n=110








Patients included in the CE study 


n=54


Total samples included by 3 analysis CE diagnosis


n=108





FIGURE 2





a














b





FIGURE 3











�





a�





b�





�











c�





d�











FIGURE 4





a





b





FIGURE 6














FIGURE 5





a�

















b�





FIGURE 7
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