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[bookmark: _Hlk50723384]FIGURE 1 The effect of GSTA1 polymorphisms on CL/BSA (A) and AUC/BSA (B). AUC, area under the concentration-time curve; BSA, body surface area; CL, clearance.
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FIGURE 2 Goodness-of-fit of the final model. OBS vs. PRED of base model (A); OBS vs. PRED of final model (B); CWRES vs. PRED of base model (C); CWRES vs. PRED of final model (D). The black solid lines are the reference lines, and blue solid lines are the loess smooth lines. CWRES, conditional weighted residuals; OBS, observed concentrations; PRED, population predicted concentrations.
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[bookmark: _Hlk50723419][bookmark: _Hlk50649413][bookmark: OLE_LINK34][bookmark: OLE_LINK35][bookmark: _Hlk50649036][bookmark: _Hlk46162835]FIGURE 3 Visual prediction check of final model. The dots represent observed concentrations and dashed lines represent 5th, 50th and 95th percentiles of observed concentrations; solid lines represent 5th, 50th and 95th percentiles of simulated concentrations; shaded areas represent 95% confidence interval of the 5th, 50th and 95th prediction intervals. TAD, time after dosing.
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FIGURE 4 Comparison between the predictive and the observed busulfan concentrations by time from external population. Black circles represent the observed Bu concentrations; red dots represent the predictive Bu concentrations.
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FIGURE 5 Dosing curves: total doses in mg (A) and doses in mg/kg (B). The solid line and dashed line respectively represent dosage for patients with GSTA1 *A/*A and GSTA1 *A/*B. BSA, body surface area.
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[bookmark: _Hlk46229691][bookmark: _Hlk46230403]FIGURE 6 GSTA1 polymorphism and clinical outcomes of HSCT. ANC recovery (A) and survival rate (B) plotted against two GSTA1 genotypes. The solid line and dashed line respectively represent clinical outcomes of patients with GSTA1 *A/*A and GSTA1 *A/*B. P values are shown on the plots. ANC, absolute neutrophil count.



[image: ]
FIGURE 7 Types of donor and clinical outcomes of HSCT. The incidence of aGVHD plotted against two groups based on types of donor. The solid line and dashed line respectively represent clinical outcomes of patients with HLA-matched donor and HLA-mismatched donor. aGVHD, acute graft-versus-host disease; HLA, human leukocyte antigen; HSCT, hematopoietic stem cell transplantation.
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