Table 5: Confusion matrix and statistical measures of the MYBPC3 NCSS variants.

Tool Missin | 4 | g | T | F | Accura | PP | Sensitivi | Specifici | NP | MC
g P|P|N|N cy % ty ty vV | C
values

Alamut o 82 N o 67
Comsenon 4 0 23| 5 |22|11| 74% | . | 68% 81% o, | 0:49
CADD O Jar| 8 |19]13] 66% Z/i 62% 70% 3/2 0.32
DSSP O I3 l2|17]11] 56% ﬁ/i 68% 46% f/(l’ 0.14
GeneSplicer O Jas| 702/ 9| 74% Z/g 74% 74% f/9 0.47

0 0
MaxEntScan O 4| 7]2]|10] 72% Z/Z 71% 74% E/Z 0.44
MMSplice O 17|14 13] 7| 66% E/f 79% 48% f/f 0.29
MTSplice O lig|11]16] 16| 56% ‘2/2 53% 59% 3/0 0.12

0 0
NNSplice O 13| 7 2| 11| 70% Z/Z 68% 74% E/j 0.41
SCAP B oo lt0]17] 14| 61% E/Z 59% 63% ﬁ/f 0.22
Spidex 3 6|3 |24]28| 49% ‘2/7 18% 89% ‘:/6 0.09

0 0
SpliceAl O 1| s|o]12] 67% Z/i 65% 70% EAI) 0.35
SpliceRover O 120|10]17]14] 61% E/Z 59% 63% ﬁ/f 0.22

SpliceSiteFinder- 0 o 78 N o 69
ke 2507|200 9| 4% |, | T4% 74% o, | 047

FN — false negatives, FP — false positives, MCC — Mathew’s correlation coefficient, NPV —
negative predictive value - PPV — positive predictive value, TN — true negatives, TP — true

positives



