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NIDO domain
Cadherin
Glutamate/phenylalanine/leucine/valine dehydrogenase

Coenzyme A transferase family |
Glutathione S-transferase, N-terminal

Glycosyl transferase, family 14

Zinc finger, CCCH-type

/TM GPCR, serpentine receptor class t (Srt)

SEPARIN core domain

DNA helicase Pif1-like

Major facilitator superfamily

Cysteine-rich secretory protein, allergen V5/Tpx-1-related

Protein of unknown function DUF1647
OTU domain

AMP-dependent synthetase/ligase

Phosphenplpyruvate carboxykinase, GTP-utilising, C-terminal
Glycoside hydrolase family 31

Reverse transcriptase domain

Unknown function

IQ motif, EF-hand binding site

C-type lectin-like

RNA recognition motif domain

Ribosomal protein L22/L17
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Reproductive process
Reproduction

Regulation of biological process

Presynaptic process involved in chemical synaptic transmission
Positive regulation of biological process %

Negative regulation of biological process
Multi-organism process

Multicellular organismal process %
Metabolic process %%

Locomotion
Localization %
Growth

Developmental process
Detoxification

Cellular process
Cellular component organization or biogenesis %%

Cell proliferation
Cell killing

Biological regulation
Biological adhesion %¥%%
Behavior %%%%
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