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regulation of locomotion

anatomical structure formation involved in morphogenesis

sexual reproduction

feeding behavior

single−organism cellular process
catabolic process

biosynthetic process

cellular component biogenesis

microtubule−based process
cell communication

response to biotic stimulus

response to other organism

localization of cell
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Vasopressin−regulated water reabsorption

Oocyte meiosis

Mineral absorption

Shigellosis

PPAR signaling pathway

Steroid hormone biosynthesis

RNA transport

Pyruvate metabolism

mRNA surveillance pathway

Endocytosis

Propanoate metabolism

Proximal tubule bicarbonate reclamation

Carbohydrate digestion and absorption

Valine, leucine and isoleucine biosynthesis

Spliceosome

Salmonella infection

Fc gamma R−mediated phagocytosis

Valine, leucine and isoleucine degradation
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Actin family
Translation initiation factor, beta propellor−like domain

JNK1/MAPK8−associated membrane protein
OTU domain

Histone H4
Immunoglobulin subtype 2

ShKT domain
NAD(P)−binding domain

zinc c2h2 type family protein
Domain of unknown function DUF148

Glycosyltransferase family 92
Nucleotide−diphospho−sugar transferase

Histone H2A/H2B/H3

Serine−threonine/tyrosine−protein kinase, catalytic domain
UDP−glucuronosyl/UDP−glucosyltransferase

Myosin head, motor domain
NIDO domain

Annexin

Heat shock protein 70 family
Ribosomal protein
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Phosphoenolpyruvate carboxykinase, GTP−utilising, conserved site

Gene Number

Adherens junction

Apoptosis

Arachidonic acid metabolism

Ascorbate and aldarate metabolism

Drug metabolism − cytochrome P450

Focal adhesion

Galactose metabolism

Glutathione metabolism

Linoleic acid metabolism

Metabolism of xenobiotics by cytochrome P450

Pentose and glucuronate interconversions

Phagosome

Regulation of actin cytoskeleton

Steroid hormone biosynthesis

Tight junction

0.12 0.16 0.20

10
20
30

5

10

15

20

-Log10(P)

Proportion (target/background)

Amino sugar and nucleotide sugar metabolism


