	Strain
	Pathotype
	vIL-8
(aa)
	Amino acid position

	
	
	
	4
	31

	CVI988
	Attenuated
	121
	L
	D

	CU-2
	Attenuated
	134
	L
	D

	JM/102W
	Virulent
	134
	L
	D

	Md5
	Very virulent
	134
	L
	D

	648A
	Very virulent plus
	134
	L
	D

	GaHV2/India/Ck/002/18
	Field strains of this study
	134
	S
	G

	GaHV2/India/Ck/003/18
	
	134
	S
	G

	GaHV2/India/Ck/006/18
	
	134
	S
	G

	GaHV2/India/Ck/007/18
	
	134
	S
	G

	GaHV2/India/Ck/008/18
	
	134
	S
	G

	GaHV2/India/Ck/009/18
	
	134
	S
	G

	GaHV2/India/Ck/011/18
	
	134
	S
	G

	GaHV2/India/Ck/012/18
	
	134
	S
	G

	GaHV2/India/Ck/013/18
	
	134
	S
	G

	GaHV2/India/Ck/015/18
	
	134
	S
	G

	GaHV2/India/Ck/016/18
	
	134
	S
	G

	GaHV2/India/Ck/018/18
	
	134
	S
	G

	GaHV2/India/Ck/019/18
	
	134
	S
	G


Table 4 Amino acid substitutions in the vIL-8 protein of field MDV strains compared with reference strains

