
ATPIF1

IMMT

EIF3C

EIF2B5

WIBG

UQCR10

ATP5B

TRMU

MTIF3

MRPS21

MICU2

CAT

ATG13

SARS2

PARK7

TIMM10

MGME1

UPF2

RPL27A

MARC1

APOA1BP

RPS15A

MRPL55

RPL7

ATP5I

PFDN4

MFF

RPS12

TIMM17A

RPL28

ENSG00000276345

RPS21

RNMTL1

DECR1

RPL11

RPS16

DAP3

RPS25

HAX1

COX4I2

PPP1R15A

TOMM40

CIAPIN1

RPL21

SLC25A51

SCO2

UCP2

C17orf89

NDUFA2

TNIP1

STX17

MFN1

TP53

EFHD1

NDUFA7

RPL23A

MRPS33

MT-CO2

PYCARD

PRDX5

FKBP8

IDH2

RPL36

FXR2

SIRT2

COA4

ATP5L

COX14

MTUS1

RPS15

VHL

GRAMD4

EIF3B

MT-ND1

MRPS5

GSTP1

GNB2L1

MRPL12

RPS11

RPL39L

NDUFA8

TST

MTFR1

RPS13
RPL13A

RBFA

RPS26

UQCRQ

NDUFS6

ECHDC2

RPL22

MTERF3

BCKDK

MRPL17

C7orf55

NDUFC2

NFU1

CLIC1

ECH1

COA1

CLIC4

ZDHHC8

NME4

NDUFAF3

COX7B

OAT

RPS19

UPF3B

RPL37

NDUFV1

RPL3

RNPS1

PICK1

BAX

RPL13

RPL8

BRD8

MTCH2

RPL31

TYMS

CKMT1A

FEZ1

MRPS16

NDUFB7

NADK2

IFI27

MRPL57

ATP5A1DNAJC19

CAPN1

NDUFA13

RPS27A

CHCHD2

PUS1

RPL7A

PGS1

FAM162A

APOO

SLC27A1

UBA1

HEBP2

MRPL11

MMP2

RPS14

AIFM1

MRPL38
COX6C

DCTPP1

TRAP1

ZNF622

TMEM261

TMEM223

RPL36A

NDUFA3 ATP5J2

ATP5H

CCDC90B

COA5

BOLA3

C19orf70 MRPL27

PSEN1

SURF1

BCS1L

DCP2

COX7A2

C19orf52

GRSF1

RPL38

PABPC1BCL2

UQCRB

COX4I1

RPS27L

HINT2

GSK3B

ATP5J

UPF3A

NAIF1

MRPL9

IFI6

MRPS24

COA3

EIF3G

NDUFB11

MAPK9

MXD1

MAGOHB

SRP9

SLC25A1

EIF3L

RPS24

MRPL20

GABARAPL1

YME1L1

TMEM186

KARS

PKM

EIF3E

PTEN

CISD1

POLDIP2

RPS5
DUT

COX6B1

RPL9

SLC25A6

GFER

ACOT7

MRPL33
GCDH

MRPL34

COX5A

DNAJC5

CASP9

RBM8A

ENSG00000239789
GLOD4

EMC8

PRDX3

OPA1

RPLP2

SDHA

ENSG00000269905

MTIF2

AURKAIP1

ICT1
UQCRH

ROMO1

CDK5RAP1

MALSU1

RPL12

MRPL41

NDUFAF4

ATP5D

SDHAF1

ENY2

CLN3

EIF3K

HIP1R

RPL29

MRPS14

RPLP0

MECR

CLPP

COX7C

NDUFB6

SDHAF2

RPS29

MRPL52

RPL7L1

UBA52

ACAD11

RPL14

RPS23

MPC2

TRMT1

SLC25A11

CASP1

GARS

METTL17

RPL18

UQCRFS1

COQ4

CISD3

CD3EAP

MPV17

EIF3F

RPL36AL

TOMM6

MTFP1

ATP5C1

NDUFA6

SMG5

RPS27

CYP11A1 RPLP1

ATP5SL

RPL37A

EIF4A2

SIVA1

IDH3B

RPS20

MRPL2

MRPL53

MRPL35

CRYAB

BAG5

RPL35

RPL34

EIF3CL

RPS17

RRBP1

RPL30

MAP2K2

ACADS

RPL10A

CS

LONP1

BNIP3

COX7A1

MRPL40

ALDH7A1

SLC25A4

SEC63

PNKD

POLG

GPX4

FAHD1

MRPS25

IDH3A

MTCH1

TXN2

RPS9

RPL32

RPS3A

ECI1

MINOS1

RPL4

NDUFS3

NDUFS8

RPL6

GADD45GIP1

HIF3A

YWHAZ

CCM2

PTPMT1

DDX3X

COQ6

MTHFD1L SIRT5

RPL23

ABCF1

MRPL14

RPL22L1

NDUFB2

PIN1

DHX29

PITRM1

RPS2

KIAA0141

HK1

MRPL47

JTB

EIF3M

RPL10

C21orf33

SSR3

SLIRP

ENDOG

RSAD1

MRPL4

RWDD1

TIMM13

TIMM8A

COX5B

HES1

TIMM50

NUDT9

CHCHD1
MRPL51

ADHFE1

TOMM7

RPL24

RPL18A

MRPS34

ALAS1

TNRC18

USMG5

TIMM23

C6orf203

MRPL21

ABCB6

LIG1 FBXO7

CLU

UQCR11

NDUFB10

P4HA1

SRP54

SECISBP2

DGUOK

DNM1L

MSRB2

GPS2

NDUFB1

NDUFB9

MAPK3

BOLA1

EIF5

COX8A

MRPS12

RPS3

NDUFAF5

TMEM11

FUNDC2

EIF3D

TUFM

A

B

GO:0006413: BP 
translation initiation

GO:0006412: BP 
translation 

GO:0005739: CC 
mitochondrion

GO:0005743: CC 
mitochondrial inner 

membrane

GO:0006614: BP 
SRP-dependent 
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translation
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Number of transcripts 
in each GO term

2
6
8
9
19
28
167
179
340

GO:0022625: Cytosolic large ribosomal subunit

GO:003735: Structural constituent of ribosome

GO:0004129: Cytochrome-c oxidase activity

GO:0002181: Cytoplasmic translation

GO:0005742: Mitochondrial inner membrane

GO:0006614: SRP-dependent cotranslation protein targeting to membrane

GO:0006412: Translation

GO:0006413: Translational initiation

GO:0000184: Nuclear-transcribed mRNA catabolic process, nonsense-mediated decay

GO:0005739: Mitochondrion


