UniProt ID

Full Name

Seq

['P04280', 'Q08805', 'Q15186', 'Q15187', 'Q15214', 'Q15215', 'Q16038']
[Q6UW32]

['Q6UXS0', 'QOVF32]

['Q8NFU4]

['Q30KPY', 'Q4QY37]

['Q16609', 'E1P5B4"]

[QOHIEL', 'P80927", 'P83685', 'Q546N3]

['Q15726', 'ABKENO', '"QIHBP1']

['015240', 'Q9UDWE']

[Q96KWY', 'Q5T8L1]

['Q96L11', '"AAD2H8', 'C9ITW1', 'Q8TDVE']

[P22301]

[P02812', ‘000599, 'P02811', 'P04281]

[P28799', 'D3DX55', 'P23781', 'P23782', 'P23783', 'P23784', 'Q53HQ8!,
'Q53Y88, 'Q540U8', 'QIBWET', 'QIH8S1', 'QIUCHO']

[Q9HCQ7', 'A4D164', 'Q7LE27', 'Q6PIY]

['Q8IZI9", 'A2BDE1’, 'Q6VN56', 'Q7Z4J3', 'Q8IWLE']
[P01210', 'B2RC23', 'Q6FHCE', 'Q6FHE6']
[P01350', 'P78463', 'P78464']

[P10124', 'B2R4L7', 'Q5VW06']

Full=Basic salivary proline-rich protein 1
Full=Insulin growth factor-like family member 1
Full=C-type lectin domain family 19 member A
Full=Follicular dendritic cell secreted peptide
Full=Beta-defensin 135

Full=Putative apolipoprotein(a)-like protein 2
Full=Ribonuclease 7
Full=Metastasis-suppressor KiSS-1

Full=Neurosecretory protein VGF

Full=Protein SPACA7

Full=Uncharacterized protein C70rf34

Full=Interleukin-10
Full=Basic salivary proline-rich protein 2
Full=Granulins

Full=Pro-FMRFamide-related neuropeptide VF

Full=Interferon lambda-3
Full=Proenkephalin-A
Full=Gastrin

Full=Serglycin

APPGKPQGPPQQEGNNPQGPPPPAGGNPQQPQAPPAGQPQGPPRPPQGGRPSRPPQ
APVAPMTPYLMLCQPHKRCGDKFYDPLQHCCYDDAVVPLARTQTCGNCTFRVCFEQCCPWTFMVKLINQNCDSARTS
DDRLCRSVS
FPQTDISISPALPELPLPSLCPLFWMEFKGHCYRFFPLNKTWAEADLYCSEFSVGRKSAKLASIHSWEENVFVYDLVNSC
VPGIPADVWTGLHDHRQVRKQWPLGPLGSSSQDSILI

FPVSQDQEREKRSISDSDELASGFFVFPYPYPFRPLPPIPFPRFPWFRRNFPIPIPESAPTTPLPSEK

GPNVYIQKIFASCWRLQGTCRPKCLKNEQYRILCDTIHLCCVNPKYLPILTGK
GPSVQECYHSNGQSYRGTYFTTVTGRTCQAWSSMTPHQHSRTPEKYPNDGLISNYCRNPDCSAGPWCYTTDPNVRW
EYCNLTRCSDDEGTVFVPLTVIPVPSLEDSFIQVA
KPKGMTSSQWFKIQHMQPSPQACNSAMKNINKHTKRCKDLNTFLHEPFSSVAATCQTPKIACKNGDKNCHQSHGAVSL
TMCKLTSGKHPNCRYKEKRQNKSYVVACKPPQKKDSQQFHLVPVHLDRVL

LPNYNWNSFGLRF

RPESALLGGSEAGERLLQQGLAQVEA
RPRTVIPGSPTEIPFSSKQEDMSELLDEILVQEILDLNKTTPSEMPSTASTLSTPLHAGIDENYQAGGSENYHELLENLQFS
PGIEVKISNDEANANANLHGDPSENYRGPQVSPGSEKSVSSKEKNSKNTQYENLSILDQILQNIGRSSGNIFHKEQQRTS
AQRRSQGSQ
SPGPKDGSQTEKTPSADQNQEQFEEHFVASSVGEMWQVVDMAQQEEDQSSKTAAVHKHSFHLSFCFSLASVMVFSG
GPLRRTFPNIQLCFMLTH
SPGQGTQSENSCTHFPGNLPNMLRDLRDAFSRVKTFFQMKDQLDNLLLKESLLEDFKGYLGCQALSEMIQFYLEEVMP
QAENQDPDIKAHVNSLGENLKTLRLRLRRCHRFLPCENKSKAVEQVKNAFNKLQEKGIYKAMSEFDIFINYIEAYMTMKIR
N

SPPGKPQGPPPQGGNQPQGPPPPPGKPQGPPPQGGNKPQGPPPPGKPQGPPPQGDKSRSPR
VPCDNVSSCPSSDTCCQLTSGEWGCCPIPEAVCCSDHQHCCPQGYTCVAEGQCQ

VPNLPQRF
VPVARLRGALPDARGCHIAQFKSLSPQELQAFKRAKDALEESLLLKDCKCRSRLFPRTWDLRQLQVRERPVALEAELAL
TLKVLEATADTDPALGDVLDQPLHTLHHILSQLRACIQPQPTAGPRTRGRLHHWLHRLQEAPKKESPGCLEASVTFNLFR
LLTRDLNCVASGDLCV

YGGFM
YGWMDF

YPTRRARYQWVRCNPDSNSANCLEEKGPMFELLPGESNKIPRLRTDLFPKTRIQDLNRIFPLSEDYSGSGFGSGSGSGS
GSGSGFLTEMEQDYQLVDESDAFHDNLRSLDRNLPSDSQDLGQHGLEEDFML




